Crystal data C 10 H 9 N 3 S M r = 203.26 Monoclinic, P2 1 =c a = 4.0010 (8) Å b = 13.713 (3) Å c = 17.877 (4) Å = 96.35 (3)
In the title compound, C 10 H 9 N 3 S, the dihedral angle between the aromatic rings is 8. 09 (14) . In the crystal, a C-HÁ Á ÁN interaction links the molecules, forming chains.
Related literature
For bond-length data, see: Allen et al. (1987) . For applications of pyrimidine derivatives, see: Mahboobi et al. (2008) .
Experimental
Crystal data Mo K radiation = 0.29 mm À1 T = 293 K 0.30 Â 0.10 Â 0.10 mm
Data collection
Enraf-Nonius CAD-4 diffractometer Absorption correction: scan (Vorob'ev et al., 2006) T min = 0.918, T max = 0.971 2025 measured reflections 1758 independent reflections 1340 reflections with I > 2(I) R int = 0.025 3 standard reflections every 200 reflections intensity decay: 1% Refinement R[F 2 > 2(F 2 )] = 0.051 wR(F 2 ) = 0.159 S = 1.02 1758 reflections 127 parameters H-atom parameters constrained Á max = 0.26 e Å À3 Á min = À0.19 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: CAD-4 EXPRESS (Enraf-Nonius, 1994); cell refinement: CAD-4 EXPRESS; data reduction: XCAD4 (Harms & Wocadlo, 1995) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXL97; software used to prepare material for publication: SHELXL97. Some derivatives of pyrimidine are important chemical materials used as starting material for antineoplastic drugs (Mahboobi et al., 2008) . We report here the crystal structure of the title compound, (I). The molecular structure of (I) is shown in Fig. 1 , and the selected geometric parameters are given in Table 1 . The bond lengths and angles (Table 1) are within normal ranges (Allen et al., 1987) . A packing diagram of (I) is shown in Fig. 2 .
2-Methylsulfanyl

Experimental
To a mixture of 2-methyl-4-(pyridin-3-yl)pyrimidine hydrosulfide (20.0 g, 0.11 mol) and sodium hydride solution (1M, 106 ml), methyl iodide (15 g) was added slowly and was stirred for 2 h at 273 K. The reaction mixture was filtered, washed with water, and dried to give (I) (19.9 g). Pure compound (I) was obstained by crystallizing from ethanol solution. Crystals of (I) suitable for X-ray diffraction were obstained by slow evaporation of an cyclohexane solution.
Refinement
All H atoms bonded to the C atoms were placed geometrically at the distances of 0.93-0.97 Å, and included in the refinement in riding motion approximation with U iso (H) = 1.2 or 1.5U eq of the carrier atom. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S 0.4309 (2) 0.94155 (5) 0.29123 (4) 0.0509 (3) N1 0.6539 (7) 1.07222 (17) 
